En EEE‘-?@&*/ Beyotime Biotechnology
THHRER: 400-16833013K800-8283301
"LTLiie—mail: order@beyotime.com

R ARE18: info@beyotime.com
WILE: http://www.beyotime.com

a- 2% K

“s Y Beyotime

CHD2 Knockout HEK293T Cells

E k] S .5
L05317 CHD2 Knockout HEK293T Cells 132/
FEER Y
» CHD2 Knockout HEK293T Cells (CHD2 2 Kl i BRHEK 293 T4H ifg) 2 i it [F] i 315 Cas9- H 1) 2 FlsgRNA flpuromycinfi 4 £ H ,

A\

ST H 124 I CRISPRALMR FTHEK 293 TAH L o A4t H (025 IR @b © 2238 T7TERZE B0 IE o AR 4H Mk A2 22 v 4t
AT T i% H B E AR DhRewt 7T, ] DR T2 R A R A IR 38 00E

AHEK293T Cells Ay 1] [ I 5 Cas9. puromycindyi i3k KA H ()3 FlsgRNA 1) 1857 B B Y HEK 293 T4 i I 48 it puromycin i
IR 2 7 FEHEK293 T AL . il 4 A 41 g 1) 4 2 I‘mf“amﬁlﬁm’w@f}i@m% EZ 5.

U6 sgRNA EFS  SpCas9 Flag P2APuro

BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.

A4 B SRR bR CL 4l I T7TERE SR IE -

T 7 40 g 2 i i CRISPR/CasO4% R SRAFHI 22 T A A, FE T CRISPR/CasOF A f4F i, BRSSP 35075 2/3 i 4 i & A A i 5
AR FECT H B RS, PR 13 R R RIS A . IRZ G0 N A 223 AR A B B IRER, ©4 2
CUATIR Z 10 B R R I A2 TR MR T T o W A5 B3R5 100% 52 R m bR I A0, T LA A48 A= i i o e P 4 D
B AL 5 R BT B e B AR MR B i R R 5
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3 75 K [ B 2 it 2 CRISPR/Cas9 7 A [t CHD2 3 [K] il [ 1 J53 %7 (L05315 pLenti-CHD2-sgRNA) . 12 % # (L05316 CHD2
Knockout Lentivirus). HEK293T#4H Jf1(L05317 CHD2 Knockout HEK293T Cells). HEK293T i i 4 Jifd [ RIPA 4 fff 7% (L053 18
CHD2 Knockout HEK293T RIPA Lysate). HEK293 T[4 4H il ff) Trizol Z4f# 1 (L05319 CHD2 Knockout HEK293T Trizol Lysate)
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CHD2 1106 BC007347 NM_ 001271
About the gene

Official Symbol CHD2

Previous Symbol -

Official Full Name | chromodomain helicase DNA binding protein 2

Synonyms FLJ38614; DKFZp54711315; DKFZp781D1727; DKFZp686E01200
Location 15g26.1

Gene Type protein-coding gene

Uniprot ID 014647

Pathway/Library Epigenetic Regulators Related Genes Library

The CHD family of proteins is characterized by the presence of chromo (chromatin organization modifier)
domains and SNF2-related helicase/ATPase domains. CHD genes alter gene expression possibly by
Gene Summary modification of chromatin structure thus altering access of the transcriptional apparatus to its
chromosomal DNA template. Alternatively spliced transcript variants encoding distinct isoforms have
been found for this gene.
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e. WEEEAT 0NN, ABUN0.5-1ml, FUHAEEH60-90%, EIEFHFE 1 N6emiEFR Iy . WREHFEAERK
i%, ATLAVHALG #6782 223 Sem#r R L, XA AR K 2 B 4.

£ WA RS, E R R IR 70 e AR SR U B AR A, UGS AN LS T TR R S ISR AR AR KORAS,
TN I 85% 1 AT A A ERAE s W R BTR AL 2, VIS IR E T 55 340 o i B 3 A B 7 1) 4 i 1
DUMGBE . an SR 2 RIS R B OB R B AN, T DA E B R R B R SR B IR R B R . ARG IR I
WA B R IR AR S5 7%, JF HAE B IR TR, R — PR IR, HMAN— B I8, X ] DU Sk b
BT 55 PR B 2 5 S BN AE K IAIE N, B iR R aF i A KRS .
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W 2R 1T 8 R-FE B RV TH(100X) (C0222). [AIE , I 243K 5 A1 pg/mlffPuromycin (STS51). A B YL 95 5 HEK 293 T
YA ) B AR BiE 2 %293T (A BB 41 i) (C6008):  https://www.beyotime.com/product/C6008.htm .
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HEATPCRY 1, S8 J5 HEATTTEIBG V)R LI 43 M7 » BLAARTE 298 28 25 R I J2E DR 2 G i 5728 60 A 771 £2(D0508) BT 7 Endonuclease
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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